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10–10:30 a.m.  David Eaves
Droplet Digital PCR: The Power of Partitioning
Learn how scientists are using Droplet Digital PCR (ddPCR) technology to get absolute quantification with higher sensitivity 
and increased precision without standard curves.

“ddPCR is helping scientists of wide ranging specialties perform absolute quantification of molecular targets undetectable 
with traditional techniques… The high resolution of ddPCR allows discrimination of very small differences in target 
quantity…even in extremely low level samples!”

Cancer researchers, virologists, environmental scientists and more are making significant advances, utilizing ddPCR to 
quantify genomic alterations, detect copy number and rare mutation variations as well as detect rare sequences, determining 
absolute quantification of target DNA copies without the need for a standard curve. 

10:45–11:15 a.m.  Li Zheqi, BS

Sensitive Detection of Somatic Mutations and CNV in Breast Cancer  
Using Droplet Digital PCR
Estrogen receptor is a long known target in breast cancer. However, de novo or acquired resistance to endocrine therapies 
remains a major challenge. ESR1 mutations have emerged as a mechanism of resistance to endocrine treatment. Recent 
studies have shown that ESR1 mutations are frequently acquired in metastatic breast cancer, but rarely detected in primary 
tumor. Here, we show sensitive detection of ESR1 mutations in primary tumor, metastatic lesions, and cell-free DNA using 
Droplet Digital PCR (ddPCR). We also utilized ddPCR to validate the genome-edited ESR1 mutation cell model and monitored 
the co-cultured growth manner in our in vitro studies. In addition, we show the utility of ddPCR to validate copy number 
variations (CNVs) that were identified using NanoString analysis. 

For more information: Cathie Valley, Genomics System Specialist | cathie_valley@bio-rad.com | 724-234-8519

Join us!  
Droplet Digital PCR: Technology Overview and Applications


